Closing of on-line abstract submissions: April 18, 2017.

EFITA 2017 will include regular oral presentations with slides, poster presentations and demonstrations. The submission procedure for demonstrations is specific. The timeline for demonstration submission is the same as for regular or poster communications. The demonstrations will emphasise proven deployed ITC solutions that the community should know about and innovative research and development systems. A demonstration should describe functionalities as well as technical content to understand how the functionalities are provided in the demonstrated software or device. The criteria for review include relevance to conference topic, quality of technical content of the demonstration, originality of the contribution.

Maximum form length: 2 pages. The demonstration will show real life biological questions on distributed triplestores according different user interfaces (e.g. visualisation, SPARQL, Keywords, Forms). Also, the demonstration will give a brief overview of the domain ontologies used to link the different datasets.

Relevance to conference topic and track § The application is focus on agronomical data from molecular biology to the whole plant studies under different environnement. Furthermore, it demonstrate the use of Linked Open Data to manage agronomical knowledge.

Originality of the demonstration and its content

The objective of the current effort is to develop RDF knowledge bases that integrates existing domain specific ontologies and data from the respective French regional bioinformatics agronomic portals, promoting data interoperability between the resources. The demonstration will show real life biological questions on distributed triplestores.

A description of your demo that will appear in the program

Agronomy is an overarching field that consists of various areas of research such Genetics, Plant Molecular Biology, Ecology and Earth Science. At the Institute of Computational Biology (IBC), we are currently building a RDF knowledge base, Agronomic Linked Data (AgroLD -www.agrold.org). The knowledge base is designed to integrate data from various publically available plant centric data sources. The aim of AgroLD project is to provide a portal for bioinformatics and domain experts to exploit the homogenized data model towards filling the knowledge gaps. To this end, we plan to engage with stakeholders in demonstrating the advantages of SW in answering complex domain relevant questions that were unapproachable using traditional methods, strategically filling knowledge gaps.